the further development of hybrid rice in China (Xie and Zhang 2018) .
Rice breeders normally carry a large number of fixed lines up to an advanced stage of testing and hope to release the best of them as new varieties. They usually cannot predict the success of any variety until it reaches the farmers, who try them out and decide which ones to keep growing in subsequent seasons. The grains of the new variety must also be acceptable to the rice buyers, millers and consumers. Among the many varieties released, a few have much greater success, and the area of their cultivation increases. It is difficult for the seed system to maintain a larger number of varieties than to maintain one or two varieties, so once a mega variety becomes dominant there is a decline in the number of varieties grown. This is one reason there is inertia to adopt new varieties, unless there will be a strong demand from the producers and the industry and consumers. Also, while farmers in developed countries change varieties frequently, farmers in many rice-growing countries grow older varieties, often released over 15 years ago (Witcombe et al. 2017) .
Rice breeders must build on these varieties and others for further improvements in important traits, especially grain yield. Trait introgression through marker assisted backcrossing is a common approach for adding value to these varieties. While it has limitations as far as how much improvement can be made, it remains a viable strategy of rapid gene delivery for rice as it does for other important crops (Cameron et al. 2017) . Modern breeding approaches such as genetic engineering and gene editing can be used to modify these varieties for specific traits.
Breeders must continue to develop novel, superior varieties that can replace these varieties and provide more benefits to the farmers and rice consumers. Although this is a challenging objective, it is encouraging that some of the varieties covered in this issue have been or are in the process of being replaced with new varieties. Genomic selection may have a role to play in assembling a larger number of favorable alleles into a new variety (Hickey et al. 2017) . As more information on the genetic control of traits becomes available, breeders will be able to select for the best alleles combining multiple traits in new varieties. A recent example is the use of markers for multiple genes controlling yield and quality in a complex gene pyramiding or "rational design" approach (Zeng et al. 2017) .
These important rice varieties are the foundation for the current generation of rice breeders to develop new varieties that exceed them in performance. They have made major contributions to the economies of ricegrowing countries. It is necessary to document these successes. Many other important varieties could have been covered in this special issue. It is hoped that their stories will be written by other authors.
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